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B4 9J] 104 11 At R4 9J] 10 11 At R4 9J] 104 114 At
Aeromonas hydrophila 0 0 0 6 Bordetella pertussis 0 0 0 12 Candida albicans 38 40 34 425
Bacillus cereus 0 0 0 1 Haemophilus_influenzae 7 6 2 140 Chlamydia trachomatis 6 6 8 59
Campylobacter jejuni 12 5 11 133 Streptococcus A 4 2 4 47 Neisseria gonorrhoeae 0 0 0 3
Campylobacter coli 1 1 0 2 Streptococcus pneumoniae 9 5 12 109 Streptococcus B 48 51 36 523
Campylobacter jejuni/coli 1 3 1 19 [k 20 13 18 308 Trichomonas vaginalis 1 0 2
Clostridium botulinum E 2i4t 0 0 0 1 A 615 663 602 7064 [ 93 97 78 1012
Escherichia coli , EHEC/STEC 3 1 0 8 A 609 608 988 6568
Escherichia coli , EAEC 0 0 0 1 JR
Plesiomonas shigelloides 1 0 1 6 Efif 9H 104 114 e Sz S, aureus DNER
Salmonella Typhi 1 0 0 1 Acinetobacter spp. 5 5 5 38 R4 9 10/ 114 oxis
Salmonella_ 04 6 5 0 26 Candida albicans 72 72 55 773 MRSA 4 1 5 43
Salmonella_ 07 6 0 0 19 Enterobacter spp. 40 47 34 386 S MSSA 1 0 1 13
Salmonella 08 6 1 1 12 Enterococcus_spp. 295 305 268 3378 @ AF VIR 0 0 0 0
Salmonella_ 09 0 0 0 5 Escherichia coli 599 588 544 6497 it 5 1 6 56
Salmonella 03, 10 0 0 0 1 Klebsiella pneumoniae 177 213 158 1834 S. aureus 5 1 6 56
Salmonella 013 0 1 0 2 Klebsiella aerogenes 24 21 19 224 MRSA 7 2 4 41
Salmonella_% oflt 0 0 0 1 Pseudomonas aeruginosa 105 132 97 1112 | MSSA 5 9 9 97
Salmonella #EAB] 1 0 0 3 Staphylococcus aureus 62 54 49 753 % AF VYRR 0 0 0 0
Staphylococcus aureus 5 1 6 56 Staphylococcus =727 —PEat 184 191 174 2279 it 12 11 13 138
Yersinia enterocolitica 0 0 0 1 [ 1563 1628 1403 17274 S. aureus 12 11 13 139
Eh % 43 18 20 304 A 2929 3041 2951 33119 MRSA 0 0 0 3
A 352 348 274 4101 i [ MSSA 1 0 0 4
i ‘”% AT Kk 0 0 0 0
& (IANVR) R4 973 10/ 1] &t t 1 0 0 7
TAIL AL 9H 10H 11H s Anaerobes 23 23 20 315 S. aureus 1 0 0 7
adenovirus 40/41 3 5 5 30 Escherichia coli 149 182 155 1820 MRSA 22 24 23 293
norovirus FE~E 2 0 3 130 Enterobacter spp. 49 14 16 160 MSSA 40 30 26 460
rotavirus 0 0 3 51 Haemophilus influenzae 1 2 3 13 IR AFTU R 0 0 0 0
[l 5 5 11 211 Klebsiella pneumoniae 80 83 80 727 it 62 54 49 753
TR 136 130 112 1998 Klebsiella aerogenes 0 4 1 57 S. aureus 62 54 49 753
Listeria monocytogenes 0 0 0 2 MRSA 11 32 24 289
{8 (J) Neisseria meningitidis 0 0 0 1 iy [ MSSA 9 50 44 499
i 4 91 08 [ uAd [ &g | Pseudomonas aeruginosa 14 21 15 179 o AT U R A 0 0 0 0
A 4] 3] 2 40 Salmonella_Typhi 1 0 0 1 N 53 82 68 788
Salmonella_spp. 9 2 3 27 S. aureus 53 82 68 788
2R (K, HEK, Bffii7e L) Staphylococcus aureus 53 82 68 788 MRSA 165 147 137 1739
HfE4 9 104 11H £ Staphylococcus =17 77 —REadk 114 105 66 1245 Wi MSSA 118 101 114 1440
Anaerobes 30 27 9 266 Streptococcus B 15 12 10 119 % AF VIR 0 0 0 5
Escherichia coli 43 33 26 340 Streptococcus pneumoniae 1 2 8 69 7t 283 248 251 3169
Haemophilus_influenzae 1 0 0 2 [k 509 532 445 5523 S. aureus 283 248 254 3182
Enterobacter spp. 12 20 12 123 A 7013 7165 7223 81337 MRSA 209 206 193 2408
Klebsiella pneumoniae 18 16 14 163 4 [ MSSA 207 190 194 2513
Klebsiella aerogenes 0 5 2 29 IR, KBRS IEB LN FRENHLOME i AFIU KA 0 0 0 5
Mycobacterium spp. 1 0 0 8 R4 9 10/ 114 &t i 416 396 387 4926
Pseudomonas aeruginosa 10 5 4 83 Anaerobes 15 70 41 523
Staphylococcus aureus 12 11 13 139 Haemophilus influenzae 58 33 35 697
Staphylococcus =17 7' — Lk 9 1 6 75 Klebsiella pneumoniae 153 157 146 1457
Streptococcus pneumoniae 0 1 0 1 Mycobacterium tuberculosis 28 31 36 363
[iE 136 119 86 1229 Mycoplasma pneumoniae 2 3 3 20
RS 413 436 378 4457 Pseudomonas aeruginosa 134 158 149 1535
Staphylococcus aureus 283 248 254 3182
HIK Streptococcus A 0 0 2 22
HfE4 9H 10H 114 e Streptococcus B 12 16 7 200
Staphylococcus aureus 1 0 0 7 Streptococcus pneumoniae 18 21 37 366
Streptococcus B 1 0 1 3 [k 703 737 710 8365
Streptococcus pneumoniae 0 0 0 2 Ak 2600 2878 2644 31220
B 2 0 1 12 K TARHIIE, 20250 1 BRI TT,
A 206 208 182 1974




