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T4 8] 9] 104 &t 4 3] 9] 104 &t 4 8] 9] 104 &t
Aeromonas hydrophila 1 0 0 6 Bordetella pertussis 2 0 0 12 Candida albicans 48 38 40 391
Bacillus cereus 0 0 0 1 Haemophilus_influenzae 7 7 6 138 Chlamydia trachomatis 8 6 6 51
Campylobacter jejuni 19 12 5 122 Streptococcus A 4 4 2 43 Neisseria gonorrhoeae 0 0 0 3
Campylobacter coli 0 1 1 2 Streptococcus pneumoniae 4 9 5 97 Streptococcus B 51 48 51 487
Campylobacter jejuni/coli 1 1 3 18 [ER 17 20 13 290 Trichomonas vaginalis 1 1 0 2
Clostridium botulinum E LA4H 0 0 0 1 TR 626 615 663 6462 [E1 %% 108 93 97 934
Escherichia coli , EHEC/STEC 1 3 1 8 A 510 609 608 5580
Escherichia coli , EAEC 1 0 0 1 JK
Plesiomonas shigelloides 1 1 0 5 Hfi4 8H 9A 104 &t Bt&h/ S. aureus DR
Salmonella_Typhi 0 1 0 1 Acinetobacter_spp. 5 5 S 33 AR 84 9A 104 aalk
Salmonella 04 5 6 5 26 Candida albicans 68 72 72 718 MRSA 2 4 1 38
Salmonella 07 1 6 0 19 Enterobacter spp. 43 40 47 352 S MSSA 2 1 0 12
Salmonella_ 08 0 6 1 11 Enterococcus_spp. 301 295 305 3110 ® AF VAR 0 0 0 0
Salmonella_09 0 0 0 5 Escherichia coli 545 599 588 5953 it 4 5 1 50
Salmonella 03, 10 0 0 0 1 Klebsiella pneumoniae 186 177 213 1676 S. aureus 4 5 1 50
Salmonella_ 013 1 0 1 2 Klebsiella aerogenes 28 24 21 205 MRSA 6 7 2 37
Salmonella_Z D 0 0 0 1 Pseudomonas aeruginosa 110 105 132 1015 7 MSSA 7 5 9 88
Salmonella #£ B 1 1 0 3 Staphylococcus aureus 81 62 54 704 Sl AF VR 0 0 0 0
Staphylococcus aureus 4 5 1 50 Staphylococcus =17 /"7 — P&k 224 184 191 2105 =t 13 12 11 125
Yersinia enterocolitica 0 0 0 1 (e 1591 1563 1628 15871 S. aureus 13 12 11 126
%L 36 43 18 284 A 2971 2929 3041 30168 MRSA 0 0 0 3
AL 336 352 348 3827 B MSSA 0 1 0 4
JIiRIES e | AT VU R 0 0 0 0
(B (FA2) Fi L7, ] o7 0] ar " 0 ] 0 7
VAN AL 8H 9H 104 &t Anaerobes 32 23 23 295 S. aureus 0 1 0 7
adenovirus 40/41 0 3 5 25 Escherichia coli 170 149 182 1665 MRSA 23 22 24 270
norovirus AR 0 2 0 127 Enterobacter spp. 11 49 14 144 MSSA 58 40 30 434
rotavirus 1 0 0 48 Haemophilus influenzae 1 1 2 10 R | ATV RRBRE 0 0 0 0
e 1 5 5 200 Klebsiella pneumoniae 80 80 83 647 it 81 62 54 704
A 132 136 130 1886 Klebsiella aerogenes 12 0 4 56 S. aureus 81 62 54 704
Listeria monocytogenes 0 0 0 2 MRSA 25 11 32 265
1 (JEd) Neisseria meningitidis 0 0 0 1 o MSSA 43 42 50 455
JR A [ 88 [ 9A [ 108 [ &it | Pseudomonas aeruginosa 9 14 21 164 pr AF VKA 0 0 0 0
[ BRErEE [ 4] 4] 3] 38] Salmonella_Typhi 0 1 0 1 i 68 53 82 720
Salmonella_spp. 5 9 2 24 S. aureus 68 53 82 720
2R (K, HEK, Bffii7eE) Staphylococcus aureus 68 53 32 720 MRSA 150 165 147 1602
R4 84 9H 104 aF Staphylococcus =17 77 —Pak 133 114 105 1179 Wi MSSA 118 118 101 1326
Anaerobes 19 30 27 257 Streptococcus B 7 15 12 109 " AF VUK 0 0 0 5
Escherichia coli 18 43 33 314 Streptococcus pneumoniae 2 1 2 61 Bt 268 283 248 2918
Haemophilus influenzae 0 1 0 2 IR 530 509 532 5078 S. aureus 268 283 248 2928
Enterobacter_spp. 23 12 20 111 A 7722 7013 7165 74114 MRSA 206 209 206 2215
Klebsiella pneumoniae 17 18 16 149 = MSSA 228 207 190 2319
Klebsiella aerogenes 1 0 5 27 VR, KBRS IRBE O T RENLOM B AFVU R 0 0 0 5
Mycobacterium spp. 1 1 0 8 PR T4 81 9H 10 aat i 434 416 396 4539
Pseudomonas aeruginosa 12 10 5 79 Anaerobes 28 15 70 482
Staphylococcus aureus 13 12 11 126 Haemophilus influenzae 46 58 33 662
Staphylococcus =27 77— B[] 8 9 1 69 Klebsiella pneumoniae 163 153 157 1311
Streptococcus pneumoniae 0 0 1 1 Mycobacterium tuberculosis 26 28 31 327
Bt 112 136 119 1143 Mycoplasma pneumoniae 1 2 3 17
A 389 413 436 4079 Pseudomonas aeruginosa 128 134 158 1386
Staphylococcus aureus 268 283 248 2928
iR Streptococcus A 9 0 0 20
EHiA 81 9J] 104 et Streptococcus B 17 12 16 193
Staphylococcus aureus 0 1 0 7 Streptococcus pneumoniae 15 18 21 329
Streptococcus B 0 1 0 2 [ERe 701 703 737 7655
Streptococcus pneumoniae 0 0 0 2 TR A 2730 2600 2878 28576
R 0 2 0 11 * TEF T, 20255E1 H b O# T,
R4 192 206 208 1792




