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083316
タイプライターテキスト
28巻号（№318）
2025年4月発行

083316
タイプライターテキスト
《その他感染症情報》〇トリコモナス膣炎3例：25-29歳,30-34歳,35-39歳

083316
タイプライターテキスト
＜報告＞基幹定点(設置定点数3)からの月報対象疾病(薬剤耐性菌感染症)（3月分集計）
・ﾒﾁｼﾘﾝ耐性黄色ﾌﾞﾄﾞｳ球菌（MRSA）感染症 7例:30-39歳女1例、50-59歳男1例、70歳以上男3女2例
・ペニシリン耐性肺炎球菌感染症0例
・薬剤耐性緑膿菌感染症0例
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B4 1A 24 3A At T4 1A 24 3A Bt T4 1A 24 3A o
Aeromonas hydrophila 0 0 2 2 Bordetella pertussis 0 1 1 2 Candida albicans 38 32 35 105
Campylobacter jejuni 18 11 17 46 Haemophilus_influenzae 10 7 13 30 Chlamydia trachomatis 6 2 3 11
Campylobacter jejuni/coli 1 1 3 5 Streptococcus A 6 5 5 16 Neisseria gonorrhoeae 0 1 0 1
Escherichia coli , EHEC/STEC 1 0 0 1 Streptococcus pneumoniae 4 11 7 22 Streptococcus B 45 41 47 133
Plesiomonas shigelloides 0 2 0 2 (e 20 24 26 70 (e 89 76 85 250
Salmonella_04 1 0 0 1 B 618 655 629 1902 A 529 503 514 1546
Salmonella 07 1 0 0 1
Salmonella_O8 0 1 1 2 SR Bt&h/ S. aureus DR
Salmonella_09 1 0 0 1 1R 4 14 24 3A &t R4 14 24 3A it
Staphylococcus aureus 4 8 4 16 Acinetobacter spp. 4 2 4 10 MRSA 2 4 3 9
[IE%= 27 23 27 77 Candida albicans 83 55 77 215 % MSSA 2 4 1 7
RS 416 428 379 1223 Enterobacter spp. 36 26 34 96 ® AF VAR 0 0 0 0
Enterococcus spp. 312 264 366 942 it 4 8 4 16
& (7ALR) Escherichia coli 626 606 592 1824 S. aureus 4 8 4 16
TAIVAL 14 2H 3H &t Klebsiella pneumoniae 159 162 180 501 MRSA 2 2 4 8
adenovirus 40/41 3 4 3 10 Klebsiella aerogenes 26 15 18 59 - MSSA 8 7 7 22
norovirus FE~H 17 25 30 72 Pseudomonas aeruginosa 110 70 97 277 Sl AF UV KR 0 0 0 0
rotavirus 7 7 6 20 Staphylococcus aureus 86 60 70 216 Bt 10 9 11 30
A% 27 36 39 102 Staphylococcus a7 77—Vt 225 179 221 625 S. aureus 10 9 11 30
A 161 278 282 721 %L 1667 1439 1659 4765 MRSA 1 0 0 1
A 3381 2884 3025 9290 B MSSA 0 0 1 1
3 (JFidy) f% AF LV KB 0 0 0 0
e A T 2AH [ 34 [ &t | JIIRGE3 it 1 0 1 2
WA [ 9 0 6 | 15 B4 14 21 3 &t S. aureus 1 0 1 2
Anaerobes 41 25 34 100 MRSA 35 22 26 83
Zefilite (k. UK, BAfik7:E) Escherichia coli 162 167 156 485 MSSA 51 38 44 133
R4 1 24 3A &t Enterobacter_spp. 5 11 9 25 IR AF VR 0 0 0 0
Anaerobes 31 27 41 99 Haemophilus influenzae 0 1 0 1 Bt 86 60 70 216
Escherichia coli 30 27 32 89 Klebsiella pneumoniae 51 62 57 170 S. aureus 86 60 70 216
Enterobacter spp. 4 5 9 18 Klebsiella aerogenes 3 0 9 12 MRSA 41 25 21 87
Klebsiella pneumoniae 11 13 12 36 Listeria monocytogenes 0 0 1 1 I MSSA 66 41 42 149
Klebsiella aerogenes 1 2 3 6 Pseudomonas aeruginosa 10 13 20 43 " AF VAR 0 0 0 0
Mycobacterium spp. 1 1 1 3 Salmonella spp. 3 0 0 3 it 107 66 63 236
Pseudomonas aeruginosa 8 9 7 24 Staphylococcus aureus 107 66 63 236 S. aureus 107 66 63 236
Staphylococcus aureus 10 9 11 30 Staphylococcus =7 77— PRtk 123 75 128 326 MRSA 190 162 156 508
Staphylococcus =17 77 —Patk 5 0 14 19 Streptococcus B 12 9 11 32 e MSSA 215 139 145 499
[N 101 93 130 324 Streptococcus pneumoniage 19 10 10 39 9% AF VAR 0 0 0 0
RS 368 381 420 1169 [ER 536 439 498 1473 ” =t 405 301 301 1007
AL 8285 7136 7469 22890 S. aureus 405 301 301 1007
B MRSA 271 215 210 696
4 1A 24 3A &t WK, S RIS L OV SGED DO} 4 [_MSsA 342 229 240 811
Staphylococcus aureus 1 0 1 2 ERiva 1A 2A 3H St B ATV KRBT 0 0 0 0
Streptococcus B 1 0 0 1 Anaerobes 57 50 61 168 it 613 444 450 1507
Streptococcus pneumoniae 2 0 0 2 Haemophilus influenzae 104 71 66 241
(e 4 0 1 5 Klebsiella pneumoniae 132 122 117 371
RS 179 162 152 493 Mycobacterium tuberculosis 27 44 23 94
Mycoplasma pneumoniae 6 3 1 10
Pseudomonas aeruginosa 148 130 150 428
Staphylococcus aureus 405 301 301 1007
Streptococcus A 1 1 2 4
Streptococcus B 37 29 24 90
Streptococcus pneumoniae 45 47 43 135
A% 962 798 788 2548
A 3243 2749 2856 8848
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