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PRIEFE I E S S Oy i) W

AR 64 74 84 e
Candida albicans 68 63 51 486
Chlamydia trachomatis 3 8 5 35
Neisseria gonorrhoeae 0 0 0 3
Streptococcus B 86 72 72 596
[N 157 143 128 1120
A 705 752 614 5272
&z S. aureus DGR
[Eki 2 64 74 84 &t
MRSA 6 6 4 52
5 MSSA 2 4 0 25
@ ATV R 0 0 0 0
&t 8 10 4 77
S. aureus 8 10 4 77
MRSA 2 8 4 36
22 MSSA 5 7 4 49
MBS PFS 5 0 0 0 0
&t 7 15 8 85
S. aureus 7 15 8 85
MRSA 1 0 1 2
B MSSA _ 0 0 0 1
o AF SV Rl 0 0 0 0
&t 1 0 1 3
S. aureus 1 0 1 3
MRSA 16 35 28 217
MSSA 30 41 33 277
R AFI VKA 0 0 0 0
&t 46 76 61 494
S. aureus 46 76 61 494
MRSA 28 18 21 182
. MSSA 25 27 35 253
P PN N 0 0 3 3
&t 53 45 59 438
S. aureus 53 45 59 438
MRSA 123 107 122 1000
s MSSA 106 100 104 958
MBS APFS 5 0 0 0 0
&3t 229 207 226 1958
S. aureus 229 207 226 1958
MRSA 176 174 180 1489
MSSA 168 179 176 1563
it [ AF UK 0 0 3 3
&3t 344 353 359 3055

Wi, 61 7H 8J ait
Haemophilus influenzae 2 5 4 106
Streptococcus A 2 2 7 66
Streptococcus pneumoniae 2 9 8 83
% 6 16 19 255
TRA 668 805 790] 6807
SR

Wi, 61 7H 8J ait
Acinetobacter spp. 5 5 2 29
Candida albicans 64 45 53 446
Enterobacter spp. 19 25 27 193
Enterococcus spp. 274 279 294 2064
Escherichia coli 568 568 626 4296
Klebsiella pneumoniae 115 123 127 865
Klebsiella aerogenes 4 12 14 79
Pseudomonas aeruginosa 73 87 103 602
Staphylococcus aureus 46 76 61 494
Staphylococcus =277 77—tk 212 209 253 1549
% 1380 1429 1560 | 10617
TRA 2429 | 2586 2693 19583
JIIREES

Wi, 61 7H 8H ait
Anaerobes 23 17 19 187
Escherichia coli 115 150 162 1086
Enterobacter spp. 8 14 13 67
Haemophilus influenzae 0 0 0 2
Klebsiella pneumoniae 32 51 50 323
Klebsiella aerogenes 6 3 3 19
Listeria monocytogenes 0 2 1 3
Pseudomonas aeruginosa 13 21 18 109
Salmonella spp. 2 9 18
Staphylococcus aureus 53 45 59 438
Staphylococcus =277 77—tk 123 131 143 871
Streptococcus B 6 5 14 61
Streptococcus pneumoniae 0 8 4 28
s 382 449 495 3212
TRA 5682 6132 6491 ] 47383
VIR, KBS IRB LN FRUED DO EL

[iiEa 61 74 8H ait
Anaerobes 24 32 26 236
Haemophilus influenzae 33 34 27 401
Klebsiella pneumoniae 64 77 97 619
Legionella pneumophila 0 1 0 4
Mycobacterium tuberculosis 20 27 47 254
Mycoplasma pneumoniae 0 0 0 15
Pseudomonas aeruginosa 115 133 122 1006
Staphylococcus aureus 229 207 226 1958
Streptococcus A 1 2 0 21
Streptococcus B 12 7 18 132
Streptococcus pneumoniae 17 23 26 253
% 515 543 589 4899
TRA 2178 2218 2065 19005

{8 (HE)

G4 6/ 74 8J exis
Aeromonas hydrophila 0 0 0 1
Aeromonas sobria 0 0 1 1
Aeromonas hydrophila/sobria 0 0 1 1
Bacillus cereus 0 1 0 1
Campylobacter jejuni 30 56 48 257
Campylobacter coli 0 0 0 2
Campylobacter jejuni/coli 5 5 0 29
Clostridium perfringens 0 0 0 1
Escherichia coli, EHEC/STEC 0 2 1 4
Plesiomonas shigelloides 0 0 0 1
Salmonella Typhi 0 0 0 1
Salmonella O4 8 9 9 40
Salmonella O7 2 2 2 11
Salmonella O8 0 2 0 4
Salmonella 09 0 3 0 6
Salmonella 03, 10 0 1 0 1
Salmonella O18 0 1 0 1
Staphylococcus aureus 8 10 4 77
Vibrio parahaemolyticus 0 1 0 1
Yersinia pseudotuberculosis 0 0 0 1
%o 53 93 66 441
RN 478 538 521 3675
& (UANR)

TA VAL, 6] 71 8/ Gl
adenovirus 40/41 0 0 0 1
norovirus A ] 0 0 0 19
rotavirus 0 0 0 9
AR 0 0 0 29
B E 31 47 45 442
& (i)

JE A, 641 74 84 exis
Entamoeba histolytica 0 0 0 1
Giardia lamblia 0 0 1 1
[ 0 0 1 2
B E 3 3 5 20
ZEfliR (7K, Bk, BAEikRL)

L 641 74 84 exis
Anaerobes 22 17 14 145
Escherichia coli 30 16 28 177
Haemophilus influenzae 0 0 0 1
Enterobacter spp. 10 13 3 62
Klebsiella pneumoniae 14 11 10 86
Klebsiella aerogenes 4 1 1 12
Mycobacterium spp. 1 1 0 5
Pseudomonas aeruginosa 3 5 1 28
Staphylococcus aureus 7 15 8 85
Staphylococcus =17 77— Elatk 1 5 8 49
%o 92 84 73 650
el 498 488 455] 3603
B

i 641 74 8 exis
Escherichia coli 1 1 0 3
Listeria monocytogenes 0 1 0 1
Staphylococcus aureus 1 0 1 3
Streptococcus B 0 0 0 1
Streptococcus pneumoniae 0 0 0 1
AR 2 2 1 9
ERL Y 141 144 133] 1068
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