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2018.10.115i1E
{5 Gh ) JR Stz S. aureus DNER
R, 70 | 80 | on | & R 70 | 80 | o0 | A: [ e 71 | 801 [ o1 [ &
Aeromonas hydrophila 0 0 1 2 Acinetobacter spp. 1 2 3 18 MRSA 8 15 7 76
Bacillus cereus 1 0 0 1 Candida albicans 26 39 26 254 MSSA 4 2 4 38
Campylobacter jejuni 36 47 28 369 Enterobacter_spp. 35 40 34 240 i [AF VR 0 0 0 0
Campylobacter coli 1 2 0 3 Enterococcus spp. 212 163 157 1461 &5 12 17 11 114
Campylobacter jejuni/coli 5 5 5 47 Escherichia coli 428 437 365 3254 S. aureus 12 17 11 114
Clostridium perfringens 1 0 0 4 Klebsiella pneumoniae 104 97 103 731 MRSA 2 2 4 29
Escherichia coli, EHEC/STEC 2 1 1 7 Pseudomonas aeruginosa 54 69 56 458 7 MSSA 5 7 9 52
Escherichia coli, ETEC 1 0 0 1 Staphylococcus aureus 46 46 42 354 3l ATV R 0 0 0 0
Escherichia coli, Z 1l 8 14 12 70 Staphylococcus =177 Z— Pt 87 81 52 605 &5 7 9 13 81
Plesiomonas shigelloides 0 1 0 1 [l 993 974 838 7375 S. aureus 7 9 13 81
Salmonella_ 04 2 7 5 18 A 1751 1809 | 1562 | 14298 MRSA 0 0 0 0
Salmonella O7 2 4 0 9 e [MSSA 0 1 0 1
Salmonella 08 1 0 0 4 L7 ;’g AT VKA 0 0 0 0
Salmonella 09 0 1 1 5 it 7H 84 9H o &t 0 1 0 1
Salmonella 013 1 0 0 2 Anaerobes 14 14 18 118 S. aureus 0 1 0 1
Salmonella AR 0 0 0 1 Escherichia coli 85 108 94 782 MRSA 18 17 23 154
Shigella sonnei 0 0 0 1 Haemophilus influenzae 1 0 0 10 MSSA 28 29 19 199
Staphylococcus aureus 12 17 11 114 Listeria monocytogenes 1 2 0 8 R ATV A RE 0 0 0 1
Yersinia pseudotuberculosis 0 0 0 1 Pseudomonas aeruginosa 7 10 13 71 oat 46 46 42 354
[P 73 99 64 660 Salmonella_Paratyphi A 0 0 0 1 S. aureus 46 46 42 354
A 495 586 413| 4624 Salmonella_spp. 0 1 1 7 MRSA 13 11 20 114
Staphylococcus aureus 34 37 38 326 m MSSA 21 26 18 212
i (VANRA) Staphylococcus =17 27— R Ratk 108 97 90 726 W AF AR 0 0 0 0
A )V AL, 7H 84 9 a3 Streptococcus B 8 3 5 37 i 34 37 38 326
adenovirus 40/41 1 2 0 10 Streptococcus pneumoniae 0 6 1 48 S. aureus 34 37 38 326
norovirus A£ARH] 1 1 0 35 2k 258 278 260 2134 MRSA 92 103 91 928
rotavirus 1 0 0 20 A 4086 | 4007 | 3678 | 34024 % MSSA 68 63 52 651
2k 3 3 0 65 i AF IR 0 0 0 0
A 57 62 31 651 VEHR, SR BRI KOV SGE D OB E ©[&E 160 166 143 1579
Biff4 A 8/ 9A & S. aureus 160 166 143 1579
5 () Haemophilus influenzae 66 49 62 501 MRSA 133 148 145 1304
[ 4 7 [ 83 | 9 [ &if | Klebsiella pneumoniae 64 81 94 623 MSSA 126 128 102 1151
A 1] 1] 0] 6] Legionella pneumophila 1 0 0 1 it AU KA 0 0 0 0
Mycobacterium tuberculosis 1 1 0 8 &5 259 276 247 2455
AR (M, N8k, BaffikZRE) Mycoplasma pneumoniae 1 0 2 8
4 7H 81 9H &3 Pseudomonas aeruginosa 82 106 111 876
Anaerobes 3 9 13 76 Staphylococcus aureus 160 166 143 1579
Escherichia coli 17 24 14 140 Streptococcus A 0 3 0 9
Klebsiella pneumoniae 4 8 10 55 Streptococcus B 17 9 5 90 ARARE IR RERE FRE2HER) Fa30E
Mycobacterium spp. 0 0 0 1 Streptococcus pneumoniae 31 40 31 389
Pseudomonas aeruginosa 2 4 6 46 [ % 423 455 448 4084 {5 GHHE)
Staphylococcus aureus 7 9 13 81 A 1551 1606 1395 [ 13930 FHifi4 7H 84 9A 18
Staphylococcus =17 77 —Platk 7 8 10 43 Campylobacter jejuni/coli 2 0 0 2
Streptococcus pneumoniae 0 0 0 2 PRIEET T E SE B (W) Y Escherichia coli, EHEC/STEC 2 1 1 6
[k 40 62 66 444 i 7H 8H 9H &at Salmonella 04 2 4 3 17
A 279 306 277 2630 Candida albicans 31 36 28 282 Salmonella O7 2 0 4 16
Chlamydia trachomatis 2 1 2 22 Salmonella 08 4 1 2 23
BhiHE Neisseria gonorrhoeae 0 0 0 1 Salmonella 09 1 1 0 4
i 7H 84 94 4t Streptococcus B 41 38 25 307 Salmonella 013 0 0 0 2
Staphylococcus aureus 0 1 0 1 Trichomonas vaginalis 1 1 0 5 Shigella sonnei 0 0 0 2
Streptococcus B 0 0 1 1 [k 75 76 55 617 R 13 7 10 72
Streptococcus pneumoniae 0 0 0 5 A 476 485 445 4371 TR 6405 5966 5775 ] 59347
Bt 3k 0 1 1 7
A 86 80 78 723 f# (7L R)
[Fr=4 73 | 8A 9H | &t |
TREHIS & OIS SO - [BREMFE 0] 1] o] 168]
i 7H 84 9H et
Haemophilus influenzae 73 47 42 580
Neisseria meningitidis 1 0 0 1
Streptococcus A 10 9 4 69
Streptococcus pneumoniae 52 47 40 345
2k 136 103 86 995
A 1046 949 822 8888
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2018/10/225L7E
DA VAL Bl B H IR G AR T T A RO AR B GE 20
A VAL, 7H | 8A [9A |AFIAA~) Bk WA= | 7A [8A | 98 /M1 A | EFHAA ~) 7H | 8A [9A |AFIHAA~)
27y yR— AR ! ! Bacillus cereus BRI ! 3 3 ! 2
a7y — ARE4R 1 1 2 NI 0 2 0
27 yx ARGR ! L ! 3 Campylobacter jejuni BRI ! ! 12 63 3 0
a7 — ARE6H 1 2 1 4 i) 7 7 3 48 4 1
27y yR— AROR ! ! 2 Campylobacter coll BRI ! d 5 6 0
a7 % — AREL0%Y 1 1 NI 0 8 0
27y yR— ARLCE 3 i 6 15 Clostridium perfiingens BRI 2 2 31 31 9 0
a4 %— BRE 44 3 3 T 0 11 0
2% y%— BR o8 3 31| £ coli, BHEC/VTEC el W ! 4 12 ! 3
=71 D68%Y 3 3 o g 75 1 3 THRIBI 13 0
T 7R AT ! 2 1 Salmonella O4 f/%ﬁldﬁ_ 3 5 18 0
To— 34 2 2 NI 2 2 22 0
Tl 6 13 25 Salmonella O7 f/%ﬁldﬁh 0 1 23 0
To—18% 2 2 NI 1 1 25 2
:\ﬂ‘/: S 2 1 8 Salmonella O8 L%ﬁldﬁ_ 0 1 28 0
747 2 1 7 NI 1 5/27/44 0
AR 7 A (Hlpdm09 i HY) 2 31 BRIRMF 4 1 24 14/49 0
— Staphylococcus aureus sreeases 24
ARLAL T W (HIFRY) 1 67 NI 0 B3264 0
B T v (IITERHE) 77 o LR ORAfF imp.19 0
— - Vibrio cholerae --- 1 -
IRGA TN PR 1 NI UT 0
RS . 3 6] 7 22 o ﬁ{iﬁ_ 1] 15| 7 82 138 [l o o] 1 8
INZ 3 1 2 | 7| 10| 4 56 R 1 1 1 11
ik 2 A fﬁﬁiﬁﬁ“ 21| 31| 17 187 710
Vi 1 18 rhrfigs| 52| 56| 48 523 STD7E f5
o (ARE) 1 9 7H|8A [9A |AFHAA~)
ERAX =2 —F 2 1 16 SRR« AT TBRBEIRGENTIEAT (A E B R A ) MR (PCG) of o] o 1
77 1 7 HRe i AT TR T R (SR B R SE) FaNE] ESRAZ PE R (CFIX) of o] o 1
7T 2 1 4 [ZAE 2 ol of o 3
7T 34 1 2 R 0] 0 1 5
77 5 3 % of o] o 0
T;ji’)lgﬁ 1 Chlamydia trachomatis Zgzﬂﬁﬁfl 0 0 ) s
77/ 4R ! 1 U.urealyticum Bt 0 0 ! 2
77 BRI 1 IR R AL o o] 1 5
VZV OKIEHPRIEE T AV R) 2 1 6
Bifli L~ 1] 1
ABIF % 1 3
PR (34 24| 41| 38 362
TR 46 71| 69 613
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